A Gram-positive, coccoid, non-endospore-forming actinobacterium (strain CCUG 35676 T ) was isolated from cerebrospinal fluid from a 24-year-old woman in Gothenborg, Sweden. Based on pairwise 16S rRNA gene sequence similarity studies, strain CCUG 35676
At the time of writing, the genus Dietzia comprised 12 species with validly published names: Dietzia maris (Rainey et al., 1995) , the type species; Dietzia natronolimnaea (Duckworth et al., 1998) ; Dietzia psychralcaliphila (Yumoto et al., 2002) ; Dietzia kunjamensis (Mayilraj et al., 2006) ; Dietzia cinnamea (Yassin et al., 2006) ; Dietzia schimae and Dietzia cerdiciphylli (Li et al., 2008) ; Dietzia papillomatosis (Jones et al., 2008) ; Dietzia lutea (Li et al., 2009) ; Dietzia timorensis (Yamamura et al., 2010) ; Dietzia aerolata (Kämpfer et al., 2010) ; and Dietzia alimentaria (Kim et al., 2011) . Members of these species have been isolated from quite different sources, including various environmental and clinical materials (Duckworth et al., 1998; Yumoto et al., 2002; Yassin et al., 2006; Mayilraj et al., 2006; Kämpfer et al., 2010 ).
An orange-pigmented strain, CCUG 35676 T , was isolated on blood agar (Oxoid) at 37 u C from cerebrospinal fluid from a 24-year-old woman in Gothenborg, Sweden. The strain showed a Dietzia-like colony morphology. CCUG
35676
T was further cultivated on tryptone soy agar (TSA) at 28 u C. Cellular morphological properties and Gramreaction were observed by phase-contrast microscopy as described previously (Kämpfer & Kroppenstedt, 2004) .
The 16S rRNA gene sequence of strain CCUG 35676 T (a continuous stretch of 1390 bp) was studied as described previously (Kämpfer & Kroppenstedt, 2004) . Sequence alignment and analysis of the data were performed using the ARB software package (version December 2007; Ludwig et al., 2004 ) and the corresponding SILVA SSURef 100 database (release August 2009; Pruesse et al., 2007) . Genetic distances based on pairwise comparisons were calculated with the ARB program and clustering was performed with the neighbourjoining method (Fig. 1 ) and with the maximum-likelihood method with fastDNAml (Olsen et al., 1994) T and the aforementioned species by using the pairwise similarity calculations based on the algorithm of the EzTaxon program (Chun et al., 2007) , with variation of 0.1 % at the most. The type strain of D. psychralcaliphila, which showed only 97.0 % sequence similarity to strain CCUG 35676 T on the basis of pairwise comparisons, showed 98.2 % similarity with the algorithm of the EzTaxon program.
For quinone and polar lipid analyses, cells were grown in PYE medium (0.3 % peptone from casein, 0.3 % yeast extract, pH 7.2). Quinones and polar lipids were extracted and analysed as described previously (Tindall, 1990a, b; Altenburger et al., 1996) . Quinones were analysed by HPLC as described by Stolz et al. (2007) . Total lipids were detected with molybdatophosphoric acid and further characterized by staining with ninhydrin (specific for free amino groups), molybdenum blue (specific for phosphate groups) and anaphthol (specific for sugars). The quinone system of CCUG 35676 T was composed of menaquinones MK-8(H 2 ) (86 %), MK-7(H 2 ) (12 %) and MK-9(H 2 ) (2 %). A quinone system with dihydrogenated menaquinone MK-8(H 2 ) as the predominant was given in the original genus description (Rainey et al., 1995) and this trait has also been reported for other Dietzia species (Jones et al., 2008; Kämpfer et al., 2010; Yamamura et al., 2010) . Major polar lipids were phosphatidylglycerol, diphosphatidylglycerol, phosphatidylinositol, an unidentified aminophospholipid (APL1), an unidentified phospholipid (PL1) and unidentified glycolipids (GL1 and GL3; the latter exhibits an orange colour indicating a pigment that contributes to pigmentation of strain CCUG 35676 T ) (Fig. 2) . Furthermore, moderate to minor amounts of phosphatidylinositol mannoside, a third glycolipid and 11 unidentified lipids that could not be stained with any of the specific spray reagents applied were detected. This polar lipid profile contained several components that were also reported to be present in the most related species, D. aerolata (Kämpfer et al., 2010), e.g. phosphatidylglycerol, diphosphatidylglycerol, phosphatidylinositol, one phosphatidylinositol mannoside, glycolipid GL1 (corresponding to GL2 of D. aerolata) and lipid L2 (corresponding to L2 of D. aerolata). However, these two profiles were not identical. Both contained additional lipids that were not found in the profile of the other strain. These variations in the polar lipid profile indicate that strain CCUG 35676 T should not be assigned to the species D. aerolata.
Fatty acid extraction and analysis were done as described previously (Kämpfer & Kroppenstedt, 1996) . MIDI software version 6.0 was used for peak identification. The fatty acid profile of strain CCUG 35676
T was very similar to the profiles already described for closely related Dietzia species, but some minor differences could be observed (Table 1) . However, the typical major fatty acids, i.e. C 16 : 0 , C 17 : 0, C 18 : 1 v9c and 10-methyl-C 18 : 0 , could also be detected in strain CCUG 35676 T . The results of a comparative physiological/biochemical characterization using identical test conditions are given in Table  2 and the species description, on the basis of methods reported previously (Kämpfer et al., 1991 Ziemke et al. (1998) .
The observed phenotypic differences and the genotypic differences in 16S rRNA gene sequences and DNA-DNA relatedness values justify the proposal of a novel species to accommodate the isolate.
Description of Dietzia aurantiaca sp. nov.
Dietzia aurantiaca (au.ran.ti.a9ca. N.L. fem. adj. aurantiaca orange-coloured).
Coccoid cells, about 1.0-1.5 mm in diameter. Gram-positive, oxidase-positive and catalase-positive showing an oxidative metabolism. Good growth occurs after 3 days of incubation on R2A agar, nutrient agar and TSA at 10-37 u C. Colonies grown on TSA are circular, convex and orange pigmented. Optimal temperature for growth is 30 u C; growth occurs at 4-37 u C but not at 4 or 50 u C. Optimal pH for growth is 7.0-8.0 and growth occurs at pH 5.5-12.5; however, it must be mentioned that growth at pH values .10 must be interpreted with care, because, even if the medium pH is adjusted to 12.5, CO 2 production will cause the pH to drop fairly quickly. The quinone system contains predominantly MK-8(H 2 ). Major polar lipids are phoshatidylglycerol, diphosphatidylglycerol, phosphatidylinositol, an unidentified aminophospholipid (APL1), an unidentified phospholipid (PL1) and unidentified glycolipids (GL1 and GL3). Moderate to minor amounts of phosphatidylinositol mannoside, a third glycolipid and 11 unidentified lipids are also detected. Predominant fatty acids are C 16 : 0 , C 17 : 0, C 18 : 1 v9c and 10-methyl-C 18 : 0 . Also produces C 15 : 0 and Table 2 . 
